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knowledgebase for tumor suppressor 
gene p53.  After his sophomore year, 
he researched multiple reaction 
monitoring data interpretation at the 
Swiss Federal Institute of Technology 
in Zurich. Following his junior year, he 
studied intrinsic disorder in proteins 
associated with cancer at the Friedrich 
Miescher Institute of Biomedical 
Research in Basel, Switzerland. 

 
Jonathan wrote his bachelor’s thesis on the computational interpretation of 
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